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Exemplary haplotype diversity distribution (8 SNPs / 84Kb) 

Potential SNP/Haplotype Combinations 
2 10 =1024 



Observed Haplotvpes Population Distribution (Frequency) 

1 . GGACAACC 283 (83.2%) 

2. AATTCGGG 40 (11.8%) 

3. GATTAGCC 2 (0.6%) 

4. GGTCAGCC 2 (0.6%) 
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RESULTING STATE MATRIX FOLLOWING 
APPLICATION OF LOSSLESS APPROACH 
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